MeHiowwmHa 1 OBCSHWMKOB. Becmpeyu aiadkux KUmoe 8 nmpubpexxHbix akeamopusix ocmposea BpaHaens

CEpBIX KUTOB C YUCICHHOCTHIO, aKTHBHOCTBIO M COCTO-
SHUEM MOpXei B parione o. Bparrens. [Tockonsky 0ba
BHUJA IMMUTAKOTCA 66HTOCOM, HX IPUCYTCTBUEC B PCTUOHE
JIOJDKHO 3aBHCETh OT COCTOSHHSI KOPMOBOW 0a3bl —
OEHTOCHBIX COOOIIECTB.

the Wrangel Island region. Because both of these species
are bottom feeders, their presence in the area should be
related to the status of the benthic marine animal assem-
blages that constitute their food resources.
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B poccuwiickux Bomax cepble KuTHl (Eschrichtius
robustus) B IEpHOJI JIETHETO HATr'yJIa U CE30HHBIX MHIpa-
Ui BeTpewaroTes BHONb OeperoB Uykorckoro, bepuH-
roea u Oxorckoro Mopei u Tuxoro okeana. B ceBepHBIX
paiionax (mobepexse UykoTckoro moiyoctpoBa u Ko-
pAKAN) TIPOBOJIAT JIETO ocobun YyKOTCKO-
KaTu(OPHUHCKON TOMYJSALKMH, 3UMYIOIIME M pPa3MHO-
Karomuecs: 'y OeperoB aMepuKaHCKOTO KOHTHHEHTa
(Scammon 1869, Tomunun 1957). bonee 1oxHbIe paiio-
HBI, B YaCTHOCTH CEBEpPO-BOCTOYHOE Modepexkne 0. Ca-
XalluH, SBJSIOTCS HCTOPUYECKUM apeajioM OXOTCKO-
KOpEHCKOI MOMyJIsIuK, MPaKTUYeCKH HCTPeOIeHHON K
Havany 1970-x rr. (bepaun Ky3mun 1975). [To3xe KUTHI
BHOBb CTaJIM PETyJISIPHO BCTpPEUaThCst OKoIo 0. CaxanuH,
OJTHAKO BOIPOC O TOM, SIBJISIIOTCS JM OHU YIEJEBIIUMHA
aOOpPUTeHHBIMH OCOOSIMHM WIJIM UX MOTOMKaMH HIH MH-
TpaHTaMM W3 aMEPHKAHCKUX BOJ, OCBAWBAIOIIMMHU HO-
BBIE KOPMOBEIE pailoHBI, ocTaeTcs OTKpPHITEIM (bep3nn
1995, Ilyashenko 2011).

In-Russian waters, gray whales (Eschrichtius robustus)
occur along the shores of the Chukchi, Bering and
Okhotsk seas and along the Pacific coast, during their
fattening period in.summer and seasonal migrations. The
northern regions (the.coast of Chukotka Peninsula and
Koryakia) are the summering area for the California-
Chukotka gray whale population (whose winter breeding
grounds‘are near the North American continent) (Scam-
mon 1869, Tomunua 1957). The regions that are some-
what south (the northeastern coast of Sakhalin Island, in
particular) are the historical range of the Okhotsk-
Korean population that had been almost exterminated by
the early 1970s (bep3mn Ky3mun 1975). Later on, gray
whales were again spotted on a regular basis near Sakha-
lin, but whether they are the indigenous individuals that
survived or their next generations, or whether they are
an American population that migrate into Russian waters
opening up new feeding areas is still an open question
(bep3un 1995, Ilyashenko 2011).
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R. LeDuc ¢ coaBtopamu (2002) Ha OCHOBaHHWH aHaIM3a
y4acTKa KOHTPOJBHOTO PErHoHa MHUTOXOHAPHAIBEHON
JHK (MtIHK) amuHoit 523 m.H. B mpobax Owuorcuu
KOXXH TMOKAa3aJid, YTO MEKAYy BbIOOpKaMHU KHUTOB, BCTpE-
YCHHBIX Yy CEBEPO-BOCTOUHOTO MOOepekbs 0. Caxanud u
JKUBOTHBIX, 3aBEJAOMO TMPUHAUICKANUX K YYKOTCKO-
KamTu(QOPHUNCKOW TMOIYIISAIUN, UMCIOTCS JTOCTOBEPHEIC
pa3IHYMsl B YACTOTE BCTPEUYACMOCTH TalJIOTHUIIOB JaHHO-
ro ydactka. OgHako caM (akT HAIAYHAA y 0cOOH TOTO
WA WHOTO TAIUIOTHIIA HE TIO3BOJISUT OHO3HAYHO CYITUTh
0 ec¢ MONYJSLUUOHHON NpUHAIIEKHOCTH. JlanbHeiliee
YBEJIMYCHHE BBIOOPOK HE M3MEHWIO NMPHUHINIHAIHHBIM
00pa30M MOTy4YEeHHYIO paHee KapTHHY.

Msl nmpoaHaNM3UPOBaNM HYKJICOTHAHBIE IIOC/IE0Ba-
TENbHOCTH KaK aHaJOTMYHOTO YHAacTKa (KOHTPOJBHBIN
peruoH — «dloop», 555 m.H., JONOJHEHHBIN TOCIE0Ba-
tensHOCTBIO TeHa TPHK-mpommna — «tRNA-Pro», 65
IL.H.), TaK KU Oenok-kogupyronmx ywactkoB Mt/HK:
reHsl nuToxpoma 6 («eytb», 1137 1m.H.) 1 BTOpOii CyOB-
equanIl HAJI®-nerunporenasel («ND2», 1044 1.H.)
HccnenoBanu oO6pasmbl KOXKH KUTOB, JOOBITHIX B paMKax
abopureHHoro npomsicia y 6eperos UykoTckoro m-osa
(84 ocobm), a Takke oOpa3ubl, COOPAHHBIE METOIOM
6uonicun y ocobelt, BcrpeueHHbx B 2010-2011 rr. y
6eperos Kopsikckoro moGepesxbs,BOCTOYHOTO Hobepe-
xbsi Kamuatku u 0. Caxanun (16, 17 u 14 ocobeit coot-
BeTcTBeHHO). Cilydan MOBTOPHOTO B3sTHsY OMOICHU OT
OJIHOW 0COOM OIpECII aHATU30M AJUICICH  ISATH
MHUKpPOCATEJUTUTHBIX JJOKYCOB. [1oJI )KMBOTHBIX Ompeje-
asnu MetogoM IIIP-nuarHocTuku: A0ng CaMLOB BO
Bcex ciyyasix coctaBmiia 55-60%. JloCTOBEpHBIX OTIH-
YU B YacTOTE BCTPEYAEMOCTH TAIlIOTHIIOB Y Pa3HBIX
MoJI0B He oTMedeHo. [{nsg 4 ocobel, BCTpEYEHHBIX Y O.
Caxamne, WACHTH(QHUINPOBATH IIOCIEIOBATEIBHOCTD
KOHTPOJILHOTO PETHOHA HE YAAJI0Ch.

Menuannass ceTh ramioTunoB (parmenta tRNA-
Pro+dloop, 620 n.H. (puc. 1) B 1eOM COOTBETCTBYET
pe3yabTartaM, npejcTaBieHHbIM B pabote R. LeDuc ¢
coaBTopamu (2002) — BapHaHTHI MOCJIEOBATENLHOCTEH
00pasyroT Tpu TPYNIIEL, OJ{Ha U3 KOTOPBIX IPeCTaBIcHa
€IMHCTBEHHBIM ramiotunom «By», a nBe npyrue — 3Ha-
YUTENBHBIM YHCIOM BapuaHTOB Kaxnias. [lociemosa-
TENBHOCTH, OTMCYCHHBIC HAMH y KHTOB W3 paiioHa o.
Caxanun w/nnm npeobnanaronye y nodepexss Kamuar-
ka («A», «B» u «C»), IPUCYTCTBYIOT BO BCEX TpPEX

rpyImax.

R. LeDuc and co-authors (2002) collected biopsy skin
samples from the gray whales encountered in the coastal
waters off northeastern Sakhalin Island and the from the
gray whales indubitably belonging to the California-
Chukotka population. The analysis of a 523-base-pair
fragment from the mtDNA control region in the biopsy
samples showed that there were statistically significant
differences in the frequency distributions of haplotypes
between the Sakhalin and the California-Chukotka popu-
lations. However, the mere presence of a certain haplo-
type does not permit unambiguous assignment of the
individual to any given population. Further increase in
the number of samples did not lead to any fundamental
changes in the picture that had been previously delineat-
ed.

We analysed nucleotide sequences in an analogous
fragment (555 bp, control region (or D-loop), containing
the sequence of proline tRNA gene — “tRNA-Pro”, 65
bp), and in protein coding regions of the mtDNA: cyto-
chrome b (cyt b) genes (1137 bp) and the second subunit
of NADH dehydrogenase (ND2, 1044 bp). We exam-
ined skin samples from whales taken by aboriginal hunt-
ers in the coastal waters of the Chukotka Peninsula (84
individuals) and skin biopsy samples from whales en-
countered in 2010-2011 off the Koryak coast, east coast
of Kamchatka, and Sakhalin Island (16, 17, and 14 indi-
viduals, respectively). To exclude the repeated sampling
of one individual, we analysed alleles at five microsatel-
lite doci. We used PCR-diagnostics for sex determina-
tion: the.proportion of males was 55-60% in all cases.
There were no statistically significant differences in the
frequency distributions of haplotypes between sexes. It
was not possible to identify control region sequences for
four whales encountered off Sakhalin Island.

In generaly the median joining haplotype network for
tRNA-Pro+dloop, 620 bp (Fig. 1) correlated with the
findings presented .in the research paper by R. LeDuc
and co-authors (2002) — sequence variants are divided
into three groups, one of them is represented only by the
haplotype B, and each of two other groups are represent-
ed by a considerable number of variants.. The sequences
found by us in the whales encountered off Sakhalin Is-
land and/or the whales that prevailed off the Kamchat-
ka’s coast (A, B, and C) were present in all three groups.
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Puc. 1. Meauansas ceth ramioTunoB tRNA-
Pro+dloop (620 n.H.). O603HaueHHs TaII0TH-

moB 1o LeDuc et al., 2002 (cooTBeTCTBHE 11O
ydacTKy 523 m.H.). «<AO», «AP», «AR», «AS»,
«AT», «AU», «cAV», «AX» — BapuaHThl, HE
MpeacTaBlIeHHbIE B yKa3aHHOU paboTe. MuHu-
MaJbHOE PACCTOSTHUE MEXKIY ABYMsI COCEAHUMHU
KpY>KKaMH COOTBETCTBYET OJJTHOU HYKJICOTH/I-
Hol 3ameHe. «W’» («W-IITpuX») OTIINdaeTcs
oT BapuaHTa « W» 3aMEHOU B ITOCIIEIOBATEITh-
HocT tRNA-Pro. I'arutotunst «B» u «E» ot-
nuyaroTes no 15 no3umusaM. 3HakoM “*” orMe-
YEHBI TaIJIOTUIIBI, BCTPEYCHHBIE Y KUTOB Y O.
CaxanuH u/uiu npeobnanatorue (6onee 20%)
B BBIOOpKE, cOOpaHHOi y nodepexbs Kamuar-
KH.

Fig. 1. Median-Joining Network of tRNA-
Pro+dloop (620 bp) haplotypes named accord-
ingly to 523 bp fragment in LeDuc et al., 2002.
“AO”, “AP”, “AR”, “AS”, “AT”, “AU”, “AV”,
“AX”— variants not presented in the cited arti-
cle. Minimal distance between two nearest cir-
cles corresponds to one nucleotide substitution.
W’ (“W-dash”) differs from “W” by substitu-
tion in tRNA-Pro sequence. Haplotypes “B”
and “E” differ by 15 sequence positions. Haplo-
types found in whales near Sakhalin Isl. and/or

predominate (>20%) in sample collected near
Kamchatka coast are marked by “*”.

MenuanHas  ceTb  IBYX ~ OOBEIWHCHHBIX —~ OEJOK-
KOJIMPYIOLINX YYacTKOB (pHC. 2) IeMOHCTPUPYET HATHIHE
B BBIOOpPKE TOJBKO IBYX BBIPQKEHHBIX TPYHII, OAHA W3
KOTOpBIX 00benuHseT 14 u3 15 oTMEHEHHBIX BapHAHTOB,
JMCTaHIIMPOBAHHBIX APYT OT apyra B cpenneM Ha 0,14%
(3 myrammoHHBIX coOBITHS). BTOpas rpynma mpeacrasie-
Ha CIUHCTBEHHBIM BApHAHTOM, OTJIMYAIONMMCS < OT
octanpHBIX B cpegHeM Ha 0,63% M COOTBETCTBYIOUIMM
0C005IM C TAINIOTHIIOM KOHTPOJIBHOTO peruoHa «By.

W3 monmyuyeHHBIX JaHHBIX CIEAyeT, YTO MPOBOAMMBIN 10
HACTOSIIETO BPEMEHHU aHAIIU3 TOJIBKO y4acTKa KOHTPOJIb-
HOTO peruoHa HENOCTAaTOYEH [UIsl OLIEHKH MPOCTpaH-
CTBEHHOTO paclpelieleHusi MUTOXOHAPUAIBHBIX JHHHUM.
OnHu ¥ Te >Ke TalIOTUIIBI 3TOr0 y4acTKa, B YAaCTHOCTH
JOMUHHPYIOIINE KaK y KHTOB B HMCTOPHYECKOM apeaie
O0XOTCKO-KOPEHCKOH TMOMyIAINN, TaK U B O0OOIIECHHBIX
BEIOOpKaAxX («A», «C», «D»), MOTYT B JACHCTBUTEIHHOCTH
MPUHAIC)KATh K PA3TUYHBIM BapHaHTaM MHTOXOHAPH-
aJbHOTO TEHOMA.

B 1o xe BpeMs NOJy4YCHHBIC IAaHHBIE HE I0OABISIOT
OTIPENICJICHHOCTH B OLIEHKE NPUHAAIECKHOCTH O0co0eil,
BCTpeYaeMbIX HbIHE y 0. CaxanuH u nobdepekbs Kamuarku

The median joining haplotype network for two joined
protein coding regions (Fig. 2) showed the division of
samples only into two distinct groups. One of them
included. 14 out of 15 recorded variants that were sepa-
rated by an average distance of 0.14% (3 mutations).
The secondgroup was represented by a single variant
that differed from the others by an average of 0.63%
and corresponded to the individuals with control re-
gion B haplotype.

Drawing the conclusion from the data obtained, we
want to say that it is‘not sufficient to analyse the con-
trol region only (as is currently the case) in order to
assess the spatial distribution of mitochondrial lines.
The self-same haplotypes of this region (for example
the haplotypes that are dominant in whales both from
the historical range of the Okhotsk-Korean population
and in generalized samplings — A, C, D) in reality can
belong to different mitochondrial DNA variants.

At the same time, the findings did not add clarity to the
issue whether the whales currently encountered off
Sakhalin Island and off the Kamchatka’s coast belong
to one or different stocks. In our case, the whales en-
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K OJHOM MJIM Pa3HBIM MOMyJSIUusAM. B Hamem ciydae ku-
TBI, BCTpeueHHble y OeperoB CaxanmHa m oOJagaroniue
ramjoTUNaMU KOHTPOJBHOTO pernoHa «A» u «Cy», mpu-
HAJUIeXKAT K TeM )K€ MUTOXOHIPUAIBHBIM JIMHUSAM, YTO U
KUTBI, JOMHUHUPYIOIINE B COCTaBe BHIOOPKH U3 OKPECTHO-
creit Yykorckoro m-osa (Tabi.).

countered off Sakhalin’s shores and having control
region A and C haplotypes belong to the same mito-
chondrial lines as the whales whose samples represent-
ed the largest proportion among the whales encoun-
tered in the seas adjacent to the Chukotka Peninsula
(Table).

xl

Puc. 2. MeauanHasi ceTh raryioTUIIOB
ND2+cytb (2181 m.H., 0603HaYeHBI
mudpamu gepes apoods). AuameTp
KpYy’KKa IPONOPIIHOHAIICH BCTpe-
YaeMOCTH TaIUIOTHIA B OOIIeH BBI-
6opke. MUH. pacCTOSHIE MEKIY
IBYMS COCEIHHMH KpYy>KKaMH CO-
OTBETCTBYET OJJHOM HYKJICOTUAHON
3amene. ["'arutoTun «2/2» otianya-
eTcs OT «5/6» 12-10 3aMeHaMH.
BykBamu 0003Ha4YEHBI TAILIOTHUITBI
tRNA-Pro+dloop (puc.1), Bctpe-
YEHHBIE B OJTHOM MT-T€HOME C CO-
OTBETCTBYIOIINM BapHAHTOM II0-
cienoBatenbHOCTH ND2+cytb.
3nak “*” (31ech 111 00beAMHEH-
HBIX [TOCJIEI0BATENEHOCTEH BCeX
Tpex y4acTkoB, 2802 mH) — Bapu-
aHTBI, BCTpe4eHHbIe y 0. Caxanun
u/vim npeoOanaronme y 6eperos
Kamuatku (puc. 1). 3Hak «*?» co-
OTBETCTBYCT ClIydasdM HCUIACHTU-
(bUIMPOBaHHBIX TIOCIIEIOBATEIb-
HocTtel ydactka tRNA-Pro+dloop

y 4 oco0eit U3 OKPEeCTHOCTEH 0.
CaxanuH.

Fig. 2. Median-Joining Network of ND2+cytb (218 1:bp) haplotypessnamed by broken numbers. The circle diameter
corresponds to number of haplotypes in a total sample. Minimaldistance between two nearest circles corresponds
to one nucleotide substitution. Haplotype “2/2” differs from “5/6” by 12 substitutions: tRNA-Pro+dloop haplo-
types found in one mt-genome with the corresponding ND2+cytb sequence in are named by letters (see fig. 1).
Variants (here — for combined sequences of all the three fragments, 2802 bp) found in whales near Sakhalin Isl.
and/or predominate near Kamchatka coast (see fig. 1) are marked by “*”. Unidentified sequences of tRNA-
Pro+dloop fragment in four whales from Sakhalin Isl. are marked by “*?”.

WHaukaTopoM NMPHHAUICKHOCTH K MHOM (MCTMHHO OXOTCKO-
KOpEiCKoi) Moy siuii MOr OBl OBITH T'alUIOTHI, COOTBET-
CTBYIOIIMI BapHaHTy KOHTPOJBHOTO peruoHa «Bx» (2/2 B),
JIOMUHUpYIOIU y kuToB B Bojax CaxanuHa u KamuaTtku u
pelnKo BCTpeyaroUmuicst K ceBepy OT 3THX paioHoB (Tali.).
OpHaKo M 3TOT BapHAHT MOXET OBITH MTOJBEP)KEH COMHEHHIO.
JIMCTaHIIMPOBAHHOCTh JAaHHOM MHTOXOHJPHUAIBHOW JIHHUU
yKa3bIBaeT Ha €€ ApPEBHEeE, 10 CaMBIM CKPOMHBIM OLIEHKaM
JIOTOJIOLEHOBOE, MPOUCXOKIACHUE — T.€. BO BPEMEHA, IpEX-
HIECTBOBABILNE PA3JEIIEHUIO THXOOKEAHCKUX CEPBIX KUTOB Ha
aMEPUKaHCKYIO0 U a3UaTCKyl0 HOMyssiuuu. JlanpHeimue pas-
JIM4Msl B 4aCTOTE BCTPEUAEMOCTH JTOM JIMHUU IO Pa3HbIE CTO-
POHBI OKE€aHA MOTJIM ONPEAENAThCS CIy4allHBIMU MPUYHMHAMU

A haplotype corresponding to the control region B
variant (2/2_B) that is dominant insthe whales en-
countered in the waters<near Sakhalin and Kam-
chatka and rare north-of these areas (Table) could
be an indicator of belongingto a different (truly
Okhotsk-Korean) population. However, this is also
open to question. Remoteness of this mitochondrial
line indicates its ancient origin — pre-Holocene, at
the least estimate — i.e. the time period that preced-
ed the separation of the Pacific gray whales into the
American and Asian populations. Further differ-
ences in the frequency of occurrence of this line on
both sides of ocean could have been due to chance
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(renetnyeckuii npeiid). YCTaHOBUTH 3TH Pa3IHUUs YK€ BPSL
U KOTHa-THOO0 yAACTCS: OOpaslioOB OT KHUTOB, NOOBITHIX B
MPOILJIOM BEKE, HE COXPAHHJIOCh, a OOHApyKeHHE (OCCHIIb-
HOTO MaTepHaja B HCOOXOIUMOM KOJHUYECTBE MPEACTABIISICT-

causes (genetic drift). It is unlikely that these dif-
ferences will ever be established: there are no sam-
ples from the whales harvested in the past century,
and finding the adequate quantities of fossil mate-

CsA MAJIOBEPOATHBIM.

rial is hardly possible.

Taou. lNarutorunnyeckuit (ND2+cytb + tRNA-Pro+dloop, 2802 11.H.) cocTaB BEIOOPOK CEpOro KUTa U3 YETHIPEX pe-
THOHOB. N — YKCII0 ocobeid, H — manexc rariorunnyeckoro pazHooOpasust, h — oduiee 4ncio ramioTHIIOB,
2/2 B,5/6 A,7/6 C,1/6 C,8/6 C,7/6 A — nonst ocobeii ¢ TaHHBIM TalyIOTHIIOM B BEIOOPKE.

Table. Haplotypic (ND2+cytb + tRNA-Pro+dloop, 2802 m.H.) composition of grawhale samples in four regions. n —
sample size, H — haplotypic diversity, h — number of haplotypes, 2/2 B, 5/6 A, 7/6 _C, 1/6_C,8/6_C,7/6 A —

fraction of this haplotype in a sample.

Peruon / Region n H 22 B |56 A |76C |76 A |1/6 Cand8/6 C
Uyxkorka / Chukotka 84 | 0971 2,4% 10,7% | 3,6% 2,4% 4,8%

Kopsikust / Koryak coast 16 | 0,950 11 0 0 6,3% 0 6,3%

Kamuarka / Kamchatka 17 | 0,875 29,4% | 23,5% 5,9% 0 0

0. Caxanwn / Sakhalin Isl. 10 | 0,511 3 70,0% | 20,0% 10,0% | 0 0

Kpome Toros cymst. mo coBmaJeHHIO KOPOTKHX, okoio 300
I.H., y4acTKOB KOHTpousibHOrO peruona (Goerlitz et al. 2003
— GenBank AY514484, AY514457), He MCKIIIOYEHO INpH-
CYyTCTBHE OCOOEH JIMHWU C rarloTunoMm «B» He Tonbko B
BoJiax UyKOTCKOTO IMOJyOCTPOBa, HO.M HEMOCPEICTBEHHO B
MecTaX  pa3sMHOXKEHHS < CephIX = KUTOB  YyKOTCKO-
kanupopHuiickol nmomymsinuu (tarynsl _Kammdopauiickoro
n-oBa). HakoHen, naHHbIe CITyTHUKOBOM TeJIEMETPUH MOKa-
3aJM, 9TO 10 KpallHEeH Mepe 4acTh KUTOB, BCTPEUYAEMBIX y
mobepexns 0. Caxamuh, 3umyeT B Kamudopamn (Rozhnov
et al. 2011). Takum oOpa3oM, OmpeacICHNUE COOTHOIICHHS
a0OpUTEHHBIX 0CO0EH 1 MUTPAHTOB B HCTOPAYECKOM apeasie
O0XOTCKO-KOPEMCKOM MOMyJSAUN METOAAMU I'€HETHUYECKOTO
aHaJM3a HE JaeT OCHOBAaHWH Ul OJHO3HAYHOTO 3aKIFOUC-
HHUS M HE MOXET OBbITh ONPENENSIONINM HPHU PEIICHUU BO-
npoca.

ABTOpSBI BBIpakaroT Omarogapuocts A.M. Bypauny n B.B:
BeprsiHKMHY 32 psij IPEeNOCTaBICHHBIX ISl aHajIu3a IIPoo
6uoricun. Pabota BeInosHeHa IpH (PMHAHCOBOM MOJIEPIKKE
Pycckoro reorpadudeckoro obmiectBa, cOop 00pasmoB —
TaKKe NMpu nojaaepkke HanmonansHO# ciry&OBI MOPCKOTO
peroonoBerBa CHIA w rpanta MexmayHapogHONH KHUTOOOMH-
HOW KOMHCCHHU.

Besides, as judged by the overlap of the short frag-
ments (about 300 bp) of control region (Goerlitz et
al. 2003 — GenBank AY514484, AY514457), it is
not excluded that haplotype B individuals are present
not only in the waters off the Chukotka Peninsula,
but also directly in breeding areas of the California-
Chukotka gray whale population (lagoons of the Cal-
ifornia Peninsula). Finally, satellite telemetry data
showed that at least some of the whales encountered
off the Sakhalin’s coast spend winter in California
(Rozhnov et al. 2011). Thus, use of genetic analysis
to determine the correlation between the indigenous
whales and migrant whales that are present in the
historical range of the Okhotsk-Korean population
does not permit to draw an unambiguous conclusion
and cannot be a determinant factor in solving this
problem.
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Marepuanom [uisi T€HETHYECKOTO HCCIIE0BaHUS Hacele-
Hus Oeryx poccuiickoro JlanpHero BocTtoka mocyxumn
o0pasipl KOXH, cOOpaHHbIE METOJJOM OHOIICHH, Y MEpT-
BbIX JKMBOTHBIX HJIM TIPpU KHUBOOTJIOBAX JIsI HaAy4HO-
MIPOCBETUTENBCKUX Itenieit B OxoTckoM Mope: B CaxanuH-
CKOM 3alliBe («CaxaJMHO-aMypCKOE JIETHEE CKOIUICHHEY,
2004-2011 rr., n=136); B 3amuBax Hukonas, Yas0aHckuii,
Tyrypckwuii n Y ackast ry0a («IraHTapckoe JIeTHee CKOIIe-
Hue», 2008-2011 rr., n=189); y 3amagHOoro moOepexbs
Kamuatku (yctbe p. Xaprozoso, 2010-2011, 35 ocobeit) B
OxoTckoM MOpe M B AHaJIBIpCKOM JHMMaHe bepuHrosa
mops (2010-2011 rr., n=77). Ans Bcex >KUBOTHBIX OBLIH
OTIpeJeNICHbl HYKJICOTHIHBIE TIOCIEI0BATEIPHOCTH y4acT-
ka mutoxouapuansHoi JIHK (MTIHK) 0b6me#t mnmumoi
559 n.u. (ren TPHK-niponunaa — 62 m.H. 1 KOHTPOJIBHBIN

To conduct a genetic research-of beluga whale popula-
tion inhabiting Russian Far East, we took skin biopsy
samples from Sea’ of Okhotsk beluga whales. The
samples were taken from dead‘animals and from live
animals, during live animal capture for.educational and
scientific purposes, in the following regions: the Sa-
khalin Gulf (Sakhalin-Amur summer aggregation,
2004-2011, n=136); gulfs of Nikolai, Ul’ban, Tugur,
and Uda Bay (Shantar summer aggregation, 2008-
2011, n=189); off the west coast of Kamchatka (the
mouth of the Kharyuzovo River, 2010-2011, 35 indi-
viduals) in the Sea of Okhotsk, and in the Bering Sea
(the Anadyr Liman, 2010-2011, n=77). Nucleotide
sequences of the mitochondrial DNA (mtDNA), with a
total length of 559 bp (proline tRNA gene — 62 bp, and
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